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Fig. 3 Detection of the direction of orf355-0rf77-432 in positive transformants

a— 1 T7, 355-7T7R 513y 3 B Bt; b—JH T7, 355-77F ¥ 8 Bl B
a-Amplification of target fragment by T7 and 355-77R;
b-Amplification of target fragment by T7 and 355-77F
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FEARAMEW or £355-0r 77 FEHEE] pGEM-T easy BT WZER N, W LAKNE] 2 A7 WK
Ao B¥ZER BB pGEM-T easy BMAEEU AT BRI B i BB A 17, 33X R0
B EFEA, EeT RN, ERFHEA pGEM-T easy BAKK or £355-0r f77 Xt KIGFFERAEK AR
EEMH, SESEENBRABMRFBENRKBITELEEREK. SMARAEEERBANENA
BB REATERRE, ZEMRBITENAEK; TREEARNEWFBEHTFAEE EFRREEENMN
T4 iE i AR .

FARENL R MR RB R 5 ZRABFH, orf355-0orf77-RM1, orf355-orf77-RM2, orf355-
or f77-432 BEBFER AL AI L PRI BIXU ) i A, T HRKREFHHRAE R AEA, UK EAEMT
X GRAFRRAE AR or £355-0r £ 77 SRESARBR M. R E A X MR ANRE FHBEILE RBWETL
1b, EWRREF=ATIIRE Z =Y. B R S0 T 2 4 72 1 A A7 B Ay 4 S 5 28 ) ¥ A A8 H 4 i K
B,

HAEl, TR THREBEERBTHXAERN Turfl13, W HEEERFTHAEER orf522, ¥ MNEHERE
FRFEEH orf138, 7KHE Boro [ MMEMEAREFAHRIER or f79 FIKBAZEAEHEARFTHRENR or FHT9 #B
RIS KT EA B, SEI0IE S A 7% fh 40 M o R AT B B A 5 mEBR T £ 2K S
MU HEHEA T HREEE or £355 BEARIEXT KIGHT A EE FHAKE . BLEIIETHERRERBTA
e RIEFB KRB RAERFS], XXHE ORF355 M H A OIS & P AAr 3R % % E
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